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3 <110> APPLICANT: NAGATA , Shigekazu et al 

5 <120> TITLE OF INVENTION: DNA CODING FOR HUMAN CELL SURFACE ANTIGEN 

7 <130> FILE REFERENCE: 0020-4877P 

9 <140> CURRENT APPLICATION NUMBER: US 09/884,987 

10 ■■:141> CURRENT FILING DATE: 2001-06-21 

12 <lb0> NUMBER OF SEQ ID NOS : 11 

14 vl70> SOFTWARE: Patentln version 3.0 

16 <2L0> SEQ ID NO: 1 

17 <Jlx> LENGTH: 2534 



18 <212> TYPE: DNA 

19 * 213> ORGANISM: Homo sapiens 
2 1 <2 20> FEATURE: 

22 <221> NAME/KEY: polyA_sit:e 

2 3 <222 > LOCATION: ( 1831 )..( 1836 ) 

2 5 v220> FEATURE: 

26 <221> NAME/KEY: mat_peptide 

27 2 2 2 > LOCATION: ( 243 ).. () 
29 <..2 20> FEATURE: 

3 0 <2 21> NAME/KEY: sig_peptide 
31 <2 22> LOCATION: (195 ).. ( 242 ) 

3 3 <2 2 0> FEATURE: 

34 <221> NAME/KEY: CDS 

35 <222> LOCATION: < 195 )..( 1199 ) 

37 <:220> FEATURE: 

38 <221> NAME/KEY: polyA_site 

39 <222> LOCATION: ( 2 3 52 ) . . ( 2 3 5 7 ) 
41 <2 2 0> FEATURE: 

4 2 <221> NAME/KEY 
4 3 <222> LOCATION 
45 -:400> SEQUENCE 



polyA_site 
(2518) . . (2532) 
1 

46 gacgcttctg gggagtgagg gaagcggttt acgagtgact tggctggagc ctcaggggcg 60 

48 ggcaotggca cggaacacac cctgaggcca gccctggctg cccaggcgga gctgcctctt 120 

50 ctcccgcggg ttggtggacc cgctcagtac ggagttgggg aagctctttc acttcggagg 180 

52 attgctcaac aacc atg ctg ggc ate tgg acc etc eta cct ctg gtt ctt 2 30 

53 Met Leu Gly lie Trp Thr Leu Leu Pro Leu Val Leu 

54 -15 -10 -5 

56 aeg tct gtt get aga tta teg tec aaa agt gtt aat gee caa gtg act 278 

57 Thr Ser Val Ala Arg Leu Ser Ser Lys Ser Val Asn Ala Gin Val Thr 
5 6 -11 5 10 

60 gac ate aac tec aag gga ttg gaa ttg agg aag act gtt act aca gtt 326 

61 Asp lie Asn Ser Lys Gly Leu Glu Leu Arg Lys Thr Val Thr Thr Val 

62 15 20 25 

64 gag act cag aac ttg gaa ggc ctg cat cat gat ggc caa ttc tgc cat 3 '4 

65 Glu Thr Gin Asn Leu Glu Gly Leu His His Asp Gly Gin Phe Cys His 

66 30 35 40 

68 aag ccc tgt cct cca ggt gaa agg aaa get agg gac tgc aca gtc aat 422 

6 f 4 Lys Pro Cys Pro Pro Gly Glu Arg Lys Ala Arg Asp Cys Thr Val Asn 
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age ttg gtc tagagtgaaa aacaacaaat tcagttctga gtatatgcaa 1239 
Ser Leu Val 

ttagtgtttg aaaagattct taatagctgg ctgtaaatac tgcttgyttt tttantggqt 1299 

acattttatc atttattagc gctgaagagc caacatattt gtagattttt aatatctcat 1359 

gattctgect ccaaggatgt ttaaaatcta gttgggaaaa caaacttcat caagagtaaa 1419 

tgcagtggca tgetaagtae ccaaatagga gtgtatgcag aggatgaaag attaagatta 1479 

tgctctggca tctaacatat gattctgtag tatgaatgta atcagtgtat gttagtacaa 1539 

atgtctatcc acaggctaac cccactctat gaatcaatag aagaagctat gaecttttge 1599 

tgaaatatca gttactgaac aggcaggeca ctttgcctct aaattacctc tgataattct 1659 

agagatttta ccatatttct aaactttgtt tataactctg agaagatcat atttatgtaa 1719 

agtatatgta tttgagtgca gaatttaaat aaggctctac ctcaaagacc tttgcacagt 1779 

ttattggtgt catattatac aatatttcaa ttgtgaattc acatagaaaa cattaaatta 1839 

taatgtttga ctattatata tgtgtatgca ttttactggc tcaaaactac ctacttcttt 1899 

ctcaggcatc aaaagcattt tgagcaggag agtattacta gagctttgee acctctccat 1959 

tttLgccttg gtgetcatet taatggccta atgcaccccc aaacatggaa atatcaccaa 2019 

aaaatactta atagtccacc aaaaggcaag actgncctta gaaattctag cctggtttgg 2079 

agatactaac tgctctcaga gaaagtagct ttgtgacatg tcatgaaccc atgtttgcaa 2139 

tcaaagatga taaaatagat tcttattttt cccccacccc cgaaaatgtt caataatgtc 2199 

ccatgtaaaa cctgctacaa atggcagctt atacatagca atggtaaaat catcatctgg 2259 

atttaggaat tgctcttgtc ataccctcaa gtttctaaga tttaagattc tccttactac 2319 

tatcctacgt ttaaatatct ttgaaagttt gtattaaatg tgaattttaa gaaataatat 2379 

ttatatttct gtaaatgtaa actgtgaaga tagttataaa ctgaagcaga tacctggaac 2439 

cacctaaaga acttccattt atggaggatt tttttgcccc ttgtgtttgg aattataaaa 2499 

tataggtaaa agtacgtaat taaataatgt ttttg 2534 
<210> SEQ ID NO: 2 
<211> LENGTH: 335 
<212> TYPE: PRT 
<213> ORGANISM: Homo sapiens 
<400> SEQUENCE: 2 



Met Leu Gly lie Trp Thr Leu Leu Pro Leu Val Leu Thr Ser Val 
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Arg Leu Ser Ser Lys Ser Val Asn Ala Gin Val Thr Asp lie 
15 10 
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50 55 60 
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6 5 7 0 7 5 
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